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© NFAMdata - RStudio — m] x
File Edit Code View Plots Session Build Debug Profile Tools Help

S | Cf | e~ B = Go to file/function - Addins * B nFamdata -
@] NFAMSstartR @] NFAM_2025 Rmd @] NFAM_figures.Rmd @] Udskrivelser.Rmd* @ | NFAM_rapport.Rmd ==l Environment History  Connections  Tutorial =IO
: source on Save | O} / - *Run | "= Source v = o H #* Import Dataset ~ | &) 85MIB ~ 3'/ List = -
1 # Load all Tlibraries used and set options + || R - | il Global Environment =
2 Tibrary(tidyverse
3 Tibrary(lubridate Data
4 Tibrary(ggtext o df 6 obs. of 3 variables
é ::'!Era'”)’ Pa"dﬁr L D nfampata 7132 obs. of 47 variables
ibrary(patchwor ~ B
7  panderoptions(“table.style”, "multiline” O npath 2384 obs. of 9 variables
8 D pathwayRAw 2384 obs. of & variables
9  ### Data Inpur ### 0 :
O udskr 406 obs. of 3 variables
10 nfamraw <- read.csv(file = "L:“Mauditpata'\\wFaM data\\NFAM_raw.csv", sep = ;" — -
11 D udskrraw 406 obs. of 2 variables
12 values
ﬁ ### Data formatting ### ) colorpark chr [1:8] "#006AB3" "#E11621" "#00A8AB" "#5..
rfinjbata <- data. frame jd = 1:length n‘FamRAwSlIDl # ITnl?enunllmm i colarLight chr [1:B] "#C2CDEB" “#FBCEB5" "#CAETET" “#D.
15 # Tilfzldig transformering af CPR. Anvendes til identifikation af genindlzggelse 1
16 nfampata$ hashid <- as.numeric(nfamrawS hashid colorreps. 14
7 nfampataj birth_year <- nfamRaw$ birth_year # Fodselsar Formatvalid TRUE
18 nfampataj age <- nfamrRaw: age #alder slutdato "2025-09-30 23:539:58"
19 nfampata$ gender <- factor (nfamrRaw$ gender, Tevels = c("F","M")) # Ken (Admin) Functions

20 # angiver om forlsbet er en genindlzggelse indenfor data perioden

21 nfampata$ readmission <- factor(nfamrawi X, levels = c("c"), @ flowprdiagnose targe function ( 982 ks)

22 Tabels = c("Genindlagt" nfampesc function (x)

23  # ankomst til AKA nfambescSstrata function (x, strata)

24 npfampata’d arrival =- as.pPosIXct(paste(nfamrawi arrival_date, patientDensity function (output = "table", timeperiod)

25 nfamrawi arrival_time), -

26 4 3
164:35 | (Top Level) 2 R Script 2
Console  Terminal Background Jobs =0 Files Plots Packages Help Viewer Presentation =0
R R432 . L/AuditData/NFAM data/NFAMdata/ O instal @ Update
! B L I T e S R — -
+ geom_stratum{aes (fi11 = firsthospital)) + MName Description \ersion
+  geom_text(stat - "stratum’, ooy PSS S S sty L e "
+ aes(label = pasteO(after_stat{stratum},” (n = ", after_stat(count),”}")), size = 5) + gricExtra Miscellaneous Functions for "Grid” Graphics 23
+ labs(title = "patientflow fra senge i wrFaM til destination”, subtitle = "..", gridtext Improved Text Rendering Support for ‘Grid' 0.1.5
+ caption = paste0("Jacob Liljehult | R/R-studio | ",format(Sys.Date), "%d %B %Y"))) + Graphics
+ sca"le_fﬂ_]_manua'l (values = c(colorrLight,celorLight)) + gtable Arrange 'Grobs' in Tables 034
+  theme_veid() + . . . -
+ theme(plot.title = element_textbox_simple(color = "white", size = 25, hjust = 0, face = "bold", hiaven Impaort and Export 'SPSS’, 'Stata’ and '5AS'Files 254
+ margin = margin(10,0,1,-0), padding = margin(10,5,10,10), HelpershiG Tools for Enviranmental Analyses, Ecotoxicolagy 6.5
+ fi11 = "#002555"), and Various R Functions
+ plot.subtitle = element_textbox_simple(color = "#0a5275", size = 11, hjust = O, highr Syntax Highlighting for R Source Code 0.10
+ margin = margin(5,0,5,0), padding = margin(5,5,5,10), h 5 T ‘D 113
+ Fi11 = "#F2f2F27), ms retty Time of Lay =
+ plot.caption = element_text(size = §, color = "#a6ada6", hjust = 1), htmitoals Taals for HTML 057
+ panel.background = element_rect(fill="white"}, htmiwidgets HTML Widgets for R 184
+ axis.Tine = element_blank(, httpuy HTTP and WebSacket Server Library 16,15
+ axis.text.x = element_blank(), - -
+ axis.text.y = element_blank(), httr Tools for Working with URLs and HTTP 147
+ panel.grid = element_blank(), httr2 Berform HTTP Requests and Process the 1.21
+ plot.margin = margin(t = 10, r = 20, b = 20, 1 = 10), Tlegend.position = "none") Responses

ids Generate Random ldentifiers 1.0.1

> # ggsave(paste0("Figur_sengeflow ",format(Sys.pate(), "%d¥m¥y"),".png"), width = 25.5, height = 18, units = "cm") n Read and Write \ini' Files 031
> isoband Generate Isolines and Isobands from Regularly  0.2.7

Spaced Elevation Grds
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— [m]

File Edit Code WView Plots Session Build Debug Profile Tools Help

O - Cf | o~ ~ Addins ~ R nFamdata -
@] NFAMSstartR '] NFAM_2025Rmd @] NFAM_figures.Rmd @] Udskrivelser.Rmd* @ | NFAM_rapport.Rmd ==l Environment  History  Connections  Tutorial
4 Source on Save | G **Run | "= Source = g ¥ Import Dataset = asmie ~ | & List = -
1 #ILoad aHI Tibraries used and set options alln- Global Enviranment =
2 Tibrary(tidyverse o
3 Tlibrary(lubridate ata
4 Tlibrary(ggtext df 6 obs. of 3 variables
5 library(pander nfampata 7132 obs. of 47 variables
6 library(patchwork h b £ iab1
7 panderoptions(“table.style”, "multiline” npat ) ise GF B YEFE IIEE
L] pathwayRAW 2384 obs. of & variables
9 ### Data Input ### - :
udskr 406 obs. of 3 variables
10 nfamraw <- read.csv(file = "L:\M\auditpata'\“\wFaM data\\NFAM_raw.csv", sep = ";" -
11 udskrraw 406 obs. of 2 variables
12 values
ﬁ ### Data formatting ### ; colorpark chr [1:8] "#006AB3" "#E11621" "#00A8AB" "#5..
FENTERR <o GRREL e i = A= UempEn [z M) £ Libeinne . colorLight chr [1:8] "#C2CDEB" "#FBC6B5" "#CAETE7" "#D
15 # Tilfzldig transformering af CPR. Anvendes til identifikation af genindlzggelse Tor
16 nfampata$ hashid <- as.numeric(nfamrAwS hashid colorReps. .
7 nfampataj birth_year <- nfamraw$ birth_year # Fodselsar Formatvalid TRUE
18 nfampataj age <- nfamRAWS age #alder slutdato "2025-09-30 23:59:53"
19 nfambataj gender <- factor (nfamrRAw$ gender, Tlevels = c("F","M")) # Ken (Admin)} Functions

20 # angiver om forlsbet er en genindlezggelse indenfor data perioden

21 nfambata$ readmission <- factor(nfamrawi X, levels = c("G"),
22 labels = c("Genindlagt”

flowprdiagnose
nfambesc

Large function ( 982 kB)
function (x)

23  # ankomst til AKA nfambescstrata function (x, strata)

24 npfampataj arrival <- as.PosIXct(paste(nfamrawi arrival_date, patientDensity function (output = "table", timeperiod)
25 nfamrawi arrival_time), -
26 4 3
164:35 | (Top Level) 2 R Script 2
Console  Terminal Background Jobs =0 Files Plots Packages Help Viewer Presentation =0
(R R43.2 . L/AuditData/NFAM data/MFAMdata/ B instzil | @ update
: L T e RS . — -
+ geom_stratum(aes(fill = firsthospital)) + Name Description \ersion
+ geom_text(stat - "stratum”, e e T..L.u‘l.;m SRR "
+ aes(label = pasteO(after_stat{stratum},” (n = ", after_stat(count),”}")), size = 5) + gridExtra Miscellaneous Functions for "Grid” Graphics 23
+ labs(title = "patientflow fra senge i wFaM til destination”, subtitle = "..", gridtext Improved Text Rendering Support for 'Grid" 0.1.5
+ caption = paste0("Jacob Liljehult | R/R-studio | ",format(Sys.Date(), "%d %B %Y"))) + Graphics
+ sca"le_fﬂ_]_manua'l (values = c(colorLight,colorLight)) + gtable drvmge B R 034
+ theme_void() + 5 7 F =
+ theme(plot.title = element_textbox_simple(color = "white", size = 25, hjust = 0, face = "bold", hiaven Impart and Export 'SPSS) ‘Stata’ and 'SAS'Files 254
+ margin = margin(10,0,1,-0), padding = margin(10,5,10,10), HelpershG Tools for Environmental Analyses, Ecotoxicology 6.5
+ fi11 = "#002555"), and Various R Functions
+ plot.subtitle = element_textbox_simple(color = "#0a5275", size = 11, hjust = 0, highr Syntax Highlighting for R Source Cade 0.10
+ margin = margin(5,0,5,0), padding = margin(5,5,5,10), h 5 T ‘D 113
+ Fi11 = "#F2f2F27), ms retty Time of Lay -
+ plot.caption = element_text(size = 8§, color = "#a6a6a6", hjust = 1), htmitoals Taals for HTML 057
+ panel.background = element_rect(fill="white"}, htmiwidgets HTML Widgets for R 1.6.4
+ axis.Tine = element_blank(, Rty HTTP and WebSocket Server Library 16,15
+ axis.text.x = element_blank(), - -
+ axis.text.y = element_blank(), httr Tools for Working with URLs and HTTP 14.7
+ panel.grid = element_blank(), httr2 Perform HTTP Requests and Process the 121
+ plot.margin = margin(t = 10, r = 20, b = 20, 1 = 10), Tlegend.position = "none") Responses
ids Generate Random ldentifiers 1.0.1
> # ggsave(paste0("Figur_sengeflow ",format(Sys.Date(), "%d%m¥éy"),".png"), width = 25.5, height = 18, units = "cm") n feadlap i = L]
> isoband Generate Isolines and Isobands frem Regularly  0.2.7
- Spaced Elevation Gnids h
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10 - Of - - A= Go to file/function ~ Addins =

10 nfamraw <- read.csv(file = "L:\Mauditpata\‘\WFaM data\\NFAM_raw.csv", sep = ;" - :

11 udskrraw 406 obs. of 2 variables

12 values

=i B R ErEERg) colorpark chr [1:8] "#006AB3" "#EL1621" "#00ABAB" "#5..

14 nfampata <- data.frame(id = 1:length(nfamrAwS ID)) # Lobenummer

15 # Tilfzldig transformering af CPR. Anvendes til identifikation af genindlzggelse COUEAL Ui Eir ([eF EECZCDED EEEChES A 0
16 nfampata$ hashid <- as.numeric(nfamrAwS hashid colorreps 14

7 nfampataj birth_year <- nfamrRaw$ birth_year # Fodselsar Formatvalid TRUE

18 nfampataj age <- nfamRAWS age #alder slutdato "2025-09-30 23:59:53"

19 nfampata$ gender <- factor(nfamrRAw: gender, levels = c("F","M")) # kKon (Admin) Functions

20 # angiver om forlsbet er en genindlezggelse indenfor data perioden

21 npfampatad readmission <- factor (nfamraw: x, levels = c("c"), lonpndiagnoss EanaeRiincuionl(@as k)

22 Tabels = c("Genindlagt" nfampesc function (x)
23  # ankomst til AKA nfambescstrata function (x, strata)
24 npfampataj arrival <- as.PosIXct(paste(nfamrawi arrival_date, patientDensity function (output = "table", timeperiod)
25 nfamrawi arrival_time), -
26 4 3
164:35 | (Top Level) 2 R Script 2
Console  Terminal Background Jobs =0 Files Plots Packages Help Viewer Presentation =0
(R R43.2 . L/AuditData/NFAM data/MFAMdata/ B instzil | @ update
! B e L T R e T . — -
+ geom_stratum(aes(fill = firsthospital)) + Name Description \ersion
b ST (eI o TSErEEIT, e PSSl S S sty LS e e "
+ aes(label = pasteO(after_stat{stratum},” (n = ", after_stat(count),”}")), size = 5) + gridExtra Miscellaneous Functions for "Grid” Graphics 23
+ labs(title = "patientflow fra senge i wFaM til destination”, subtitle = "..", gridtext Improved Text Rendering Support for 'Grid" 0.1.5
+ caption = paste0("Jacob Liljehult | R/R-studio | ",format(Sys.Date(), "%d %B %Y"))) + Graphics
+ sca"le_fﬂ_]_manua'l (values = c(colorLight,colorLight)) + gtable drvmge B R 034
+ theme_veoid() + . : . -
+ theme(plot.title = element_textbox_simple(color = "white", size = 25, hjust = 0, face = "bold", hiaven Impart and Export 'SPSS) ‘Stata’ and 'SAS'Files 254
+ margin = margin(10,0,1,-0), padding = margin(10,5,10,10), HelpershG Tools for Environmental Analyses, Ecotoxicology 6.5
+ fi11 = "#002555"), and Various R Functions
+ plot.subtitle = element_textbox_simple(color = "#0a5275", size = 11, hjust = 0, highr Syntax Highlighting for R Source Cade 0.10
+ margin = margin(5,0,5,0), padding = margin(5,5,5,10), h 5 T ‘D 113
+ Fi11 = "#F2f2F27), ms retty Time of Lay -
+ plot.caption = element_text(size = 8§, color = "#a6a6a6", hjust = 1), htmitoals Taals for HTML 057
+ panel.background = element_rect(fill="white"}, htmiwidgets HTML Widgets for R 1.6.4
+ axis.Tine = element_blank(, Rty HTTP and WebSocket Server Library 16,15
+ axis.text.x = element_blank(), - -
+ axis.text.y = element_blank(), httr Tools for Working with URLs and HTTP 147
+ panel.grid = element_blank(), httr2 Perform HTTP Requests and Process the 121
+ plot.margin = margin(t = 10, r = 20, b = 20, 1 = 10), Tlegend.position = "none") Responses
ids Generate Random ldentifiers 1.0.1
> # ggsave(paste0("Figur_sengeflow ",format(Sys.Date(), "%d%m¥éy"),".png"), width = 25.5, height = 18, units = "cm") o feadondWitEaiuisy ]
> isoband Generate Isolines and Isobands frem Regularly  0.2.7
- Spaced Elevation Gnids h
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@ NFAMdata - RStudio

File Edit Code WView Plots Session Build Debug Profile Tools Help

© - OR | =2~ A= Go to file/function = Addins ~

O L i i e sy sy

VOV W

S | NFAL fiourac | Udsirivelear B | NEAM rapoort 2 Eironment __ Historv _Connections __Tutorial |
@] NFAMStart.R &' NFAM_2025.Rmd &' NFAM_figures.Rmd @] Udskrivelser.Rmd= & NFAM_rapport.Rmd = N
; Source on Save | O / - +Run | e Source =| =
1 # Load all Tibraries used and set options a
2 Tibrary(tidyverse
3 Tlibrary(lubridate
4 Tdibrary(ggtext
5 Tlibrary(pander
& Tlibrary(patchwork
7  panderoptions(“table.style”, "multiline”
i)
9 ### Data input ###
10 nfamRaw <=- read.csvifile = "L:“\AuditData‘\NFaM data‘\\NFAM_raw.csv", sep = ";"
11
12
13  ### Data formatting ###
14 nfambData =- data.frame(id = 1:lengthinfamrawi ID # Lobenummer
15 # Tilfaeldig transformering af CPR. Anvendes til identifikation af genindlzggelse
16 nfambata? hashid <- as.numeric nfamraw® hashid
7 nfampata$ birth_year <- nfamraw? birth_year # Foedselsar
18 nfambata? age <- nfamrRawi age #alder
19 nfampata¥ gender =<- factor( nfamrRawi gender, levels = c("F","M" # kKen (Admin)
20 # angiver om forlsbet er en genindlzggelse indenfor data perioden
21 nfamData% readmission =- factor nfamrawi x, Tevels = c("g" ), -
22 labels = c("Genindlagt”
23  # Ankomst til aka
24  nfambpatat arrival <- as.POSIXcT(paste(nfamrawi arrival_date,
25 nfamraws arrival_time), -
26 4 3
16435 (Top Level) = R Script 2
s e = T e
plot.caption = element_text(size = 8§, color = "#a6ada6", hjust = 1), []  htmltocls Taals far HTML 057
panel.background = element_rect(fill="white"}, [} htmiwidgets HTML Widgets for R 1.6.4
:;:zl;::; 21::1:::;:1:?55%0 O iz HTTP and WebSocket Server Library 16,15
axis.text.y = el ement:b'lank(): ] hter Tools for Working with URLs and HTTP 14.7
panel.grid = element_blank(), [ httr2 Perform HTTP Requests and Process the 121
plot.margin = margin(t = 10, r = 20, b = 20, 1 = 10), Tlegend.position = "none") Responses
O ids Generate Random ldentifiers 1.0.1
# ggsave(paste0("Figur_sengeflow ",format(Sys.pate(), "%d%m¥éy"),".png"), width = 25.5, height = 18, units = "cm") I;' fou Eeadlan iR k]
[[] isoband Generate Isolines and Isobands frem Regularly  0.2.7
- Spaced Elevation Grids -
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@ NFAMdata - RSt
File Edit Code View

Plots Session Build Debug Profile Tools Help

© - OR | =2~ o to file/function ~ Addins ~ Bl NFamdata =
@] NFAMSstartR '] NFAM_2025Rmd @] NFAM_figures.Rmd @] Udskrivelser.Rmd* @ | NFAM_rapport.Rmd ==l Environment History  Connections  Tutorial =0
4 source on Save | O / -| § *Run | = #Source | = g ¥ Import Dataset = ssmip » | & List = =
1 # Load all libraries used and set options < | R - | @k Global Environment =
2 Tibrary(tidyverse
3 Tlibrary(Tlubridate Data
4  Tibrary(ggtext df 6 obs. of 3 variables
3 Tibrary(pander nfampata 7132 obs. of 47 variables
6 library(patchnork npath 2384 obs. of 9 variables
7 tions(“tahle stvle” Wl 1.'] iﬂﬁ .
Console  Terminal Background lobs -]
R R43.Z2 . L/AuditData/NFAM data/MFAMdata/
: e L S
+ aes(label = paste0{after_stat(stratum},” {(n = ", after_stat(count),”}"}), size = 5) + “
+ labs(title = "Patientflow fra senge i NFaM til destination”, subtitle = "..",
+ caption = pastel0("Jacob Liljehult | R/R-studio ", format{sys.Date(), "%d B 2¥"))) +
+ scale_fill_manual{values = c{colorLight,colorLight)) +
+ theme_void() +
+ theme(plot.title = element_textbox_simple(color = "white", size = 25, hjust = 0, face = "bold",
+ margin = margin{10,0,1,-0), padding = margin(10,5%,10,10),
+ fill = "#002555"),
+ plot.subtitle = element_texthox_simple(color = "#0a5275", size = 11, hjust = O,
+ margin = margin{5,3,5,0), padding = margin(5,5,5,13),
+ fi11 = "#gfzfz2fz"),
+ plot.caption = element_text(size = &, color = "#a6adas"”, hjust = 1), 1o
o + panel.background = element_rect(fill="white"),
M+ axis.line = element_blank(),
+ . o
M+ axis.text.x = element_blank(),
ol o+ axis.text.y = element_blank(),
o6 .
M+ panel.grid = element_blank(},
il + plot.margin = margin{t = 10, r = 20, b = 20, 1 = 10), Tegend.position = "none")
-
4
+fl =
: > # ggsave(pasted("Figur_sengeflow ",format(sys.pate(), "Hd¥m¥%y"),".png"), width = 25.5, height = 18, units = "cm")}
+ = 242
-
A 114
+ > -
4
-
+ panel.grid = element_blank(), httr2 Perform HTTP Requests and Process the 121
+ plot.margin = margin(t = 10, r = 20, b = 20, 1 = 10), Tlegend.position = "none") Responses
ids Generzte Random ldentifiers 1.01
= Do - - e o - 5 . n ey ini Read and Write "ini' Files 0.3.1
> # ggsave(paste0("Figur_sengeflow ",format(Sys.Date(), "%d%m¥éy"),".png"), width = 25.5, height = 18, units = "cm")
> isoband Generate Isolines and Isobands frem Regularly  0.2.7

Spaced Elevation Grids
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4 NFAMdata - RStudio B - .
File Edit Code WView Plots Session Build Debug Profile Tools Help

O - Cn|=r- g & it | Bl NFamdata =
O NEAMstartR | @] NFAM_2025Rmd Environment  History  Connections  Tutorial ] =
: Source on Save | @ /' . # . List = o
1 # Load all libraries use r _I = Import Dataset = u a5 MiE - " 4 List = =
2 Tibrary(tidyverse
3 Tlibrary(lubridate - i
4 Tlibrary(ggtext R ] Global Environment = 1ables
5 Tibrary(pander P variabl
6 library(patchwork Data \ar:‘la es
7 panderoptions(“table.sty d-F h -F . b'l yariables
£ ] 6 obs. of 3 wvariables jariables
9 ### Data Input ### X iables
10 nfamraw <- read.csv(file . ]
1 ) nfampata 7132 obs. of 47 variables /iriables
12
13 ### Data formatting ### 1 npath 2384 obs., of 9 variabTes F{B3" “#ELLE2L" "#00ABAB" "#5.
14 nfambata <- data.frame(i

FIEB" "#FECHBS" "#CAEVET" "#D
15 # Tilfzldig transformeri =

16 nfampatas hashid <- as.r 0 pathwayRrAaw 2384 obs. of 8 variables
17 nfampata$ birth_year <-
i DIEODTRGE i <= Ol D udskr 406 obs. of 3 variables | P35

19 nfampata$ gender <- fact
20 # aAngiver om forlsbet en

2L nfanpata$ readmission < D udskrraw 406 obs. of 2 variables | 982 ke)
23 # ankomst til AKA [y atal
g: nfampatas arrival <- as. 1"Ira'-| ues + = "table”, timeperiod)
= colorpark chr [1:8] "#006aB3" "#E11621" "#00ABAB" "#5..
S et ‘ colorLight chr [1:8] "#C2CDEB" "#FBCHES" "#CAETE7" "#D.. -
Console  Terminal Background lobs s ntation =0
R R432 . LyAuditData/NFAM data/NFAMda color Reps 14
tratum( (Fi11 = fi 7 Version
?  geomtext(star - "stratum’| Formatvalid TRUE FECE—— R
(1 bel = " . . " T [l rapnics .
: 1abS(t'|'t]eais"Pzt‘?er‘ltf'lpz\it: S-l UtdatD 2025-09-30 23:59:59 lg Hupport for 'Grid" 0.1.5
+ caption = paste0("Jacc \
+  scale_fill_manual(values = FUnNctions A 034
: E::m:f;?;g.(i'izle = element b : . . Stata’ and 'SAS'Files 254
: 1 L flowprdiagnose Large function ( 982 kB) e —
: slot. subtitle = elene nfambesc function (%) N ——— o
+
+ nfampescstrata function (x, strata) s
+ plot.caption = elemer . _ . : : 05.7
. pecel e g = 8 patientDensity function (output = "table", timeperiod) 164
+ axis.line = element_ bri =r Library 16.15
+ axis.text.x = elemer |
+ axis.text.y = elemer F s and HTTP 147
+ panel.grid = element a d Process the 121
+ plot.margin = margir N
ifi s 1.0.1
:# ggsave(paste0("Figur_sengeflow ",format(Sys.pate(), "%d¥m¥y"),".png"), width = 25.5, height = 18, units = "cm") !mb 4 ;Eadandlwr"_le"'ml::esb e S E;;
> 1sopan enerate |sclines and |sobands from egqularly L.
- Spaced Elevation Gnids h
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© NFAMdata - RStudio — m] x
File Edit Code View Plots Session
[ R+ S

B nFamdata -

: : Files Plots Packages Help Viewer Presentation ey [
@] NFAMstart.R & NFAM_2025Rmd =0
] Source on Save | O F, List = 2
1 # Load all libraries ﬂl Ir's.tall @ deate
2 Tib tid .- 1
3 Tibrary(lubridace Mame Description Version
4 Tibrary(ggtext iables
5 Tibrary(pander . rari
6 1ibrary(patchwork User |_|I:"'HryI V;?:;Z?ljs
7 panderoptions(“table,
8 - . - - iabl
9 ### Data input #HE abind Combine Multidimensional Arrays 14-5 i
10 nfamraw <- read.csv( . . 2b1
1 askpass Password Entry Utilities for R, Git, and S5H 1.2.0 arnaples

13 ### Data formatting f

14 nfampata <- data.fra assertthat tasy Pre and Post Assertions 0.2.1 e S
15 # Tilfaldig transfor : =
16 nfampatas hashid =<- 1 T 1
 emen R backports Reimplementations of Functions Introeduced 141
18 nfampataj age <- nfa 1 - 59:59"
19 nfampata$ gender <- Since R-3.00
20 # Angi forlsb .
21 nfambata$ readmissio bhasefdanc Tools for basef4 encoding 0.1-3 ( 982 ka)
22
B ¢ “nkomst Ti1 Aka bit Classes and Methods for Fast Memory-Efficient  4.0.5 rata)
24  nfampatas arrival =- . t = "table", timeperiod)
- = Boolean Selections
e el bitba A 53 Class for Vectors of b4bit Integers 4.0.5
Console  Terminal Background Jn] . . tion =0
R R432 . L/AUGKData/NFAM data/NFA blck A Simple 53 Class for Representing Vectors of 1.2.4
+  geon stratunCaes (F111 - Binary Data (BLOBS') e Ve
+ geom_text(stat = "straty £ f:’ e 53 -
label = - . :
T Ll brew Templating Framework for Report Generation 1.0-10 st g 012
+ caption = paste0("] B :
+o scalefillnanual(values bric Basic R Input Qutput 1.1.4 034
I thenctrlotritie = elend L o S ‘tata’and 'SAS'Files 2354
. broom Convert Statistical Objects into Tidy Tibbles 1.0.5 nalyses, Ecotonicology 6.5
.
: plot.subritle = e bslib Custom 'Bootstrap’ "Sass' Themes for 'shiny' and  0.6.1 s -
1.1.3
+ ] [
+ plot.caption = ele rmarkd:llﬂn 05.7
1.back d - - - - 164
: s, ine 2 elemd cachem Cache R Objects with Automatic Pruning 1.1.0 — Lers
& axis.text.x = eld = dHrY'I'I'P 1:4'7
: :z:w;t;ﬁ;ﬂy:eﬂe l:a”r Ca” R frﬂm H 3'?'5 N nc:;:locessthe 12‘1
+ plot.margin = mal
enerate Random ldentifiers 1.01
= Do - - e o - 5 _ . _ n _ o ini Read and Write "ini' Files 0.3.1
> # ggsave(paste0("Figur_sengeflow ",format(Sys.Date(), "%d%m¥éy"),".png"), width = 25.5, height = 18, units = "cm")
> isoband Generate Isolines and Isobands frem Regularly  0.2.7

Spaced Elevation Grids
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Projekter og filer

‘FI\E Edit Code View Plots Session Build Debug Profile Tools Help

MNew File 2 R Script Ctrl+Shift=N
4 MNew Project.. Quarto Document... |
Open File... Ctrl+0 Quarto Presentation...
Open File in New Column... R Motshack
Reopen with Encoding... R Markdown...
Recent Files 3 Shiny Web App..
Cpen Project... Plumber AP B - - - - -
Opan Praject in New Session. o File Edit Code View Plots 5Session Build Debug Profile Tools Help
Recent Projects 3 CosFile
c . el
mport Datncet v regerie| | ew File b R Script «=— Ctrl+5hift+M
Save Ctrl+5 Markdown H N
Save A e | Mew Project.. Cuarto Document...
Rename CS5 File
Save with Encoding.. masciot| Open File.. Ctrl+0 Quarto Presentation...
Save All Alt=Ctrl+S D3 Script
Compile Report.. mnonseiy — Dpen File in New Column.. R Motehook €=
Print.. Shell Script
Close crew  sasept | Regpen with Encoding... R Markdown,. €—
Close Al Ctrl+ Shift=W Stan File
Close All Except Current Alt+Ctrl+Shift+W Text File H.E": E.r-lt Fl | - h _
Close Project R Sweave Sh”‘l}r WEb App'"
Quit Session... Ct+Q RHTML
+ caption = paste0("Jacob Lilje R Documentation..
1 erala F911 mannalfualuac - ~fenlarbannrernransrane s
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R-script fil

& | MFAM_2025.Rmd
f\ ,r =

# Load all Tibraries used and set options
Tibrary(tidyverse
Tibrary(lubridate
Tibrary(ggtext
Tibrary(pander
Tibrary(patchwork
panderoptions ("table.style",

&' | NFAM_figures.Rmd & | Udskrivelser.Rmd* &' | MFAM_rapport.Rmd

Source on Save

"multiline”

### Data input ###
nfamraw <- read.csvifile =

"LivhAuditpatat\NFAM data’\\NFAM_raw.csv", sep = ";

### Data formatting ###

nfambpata <- data.frame(id = 1:length(nfamrawi ID)) # Lobenummer

# Tilfzldig transformering af CPR. Anvendes til identifikation af genindlzggelse

nfampata? hashid <=- as.numericinfamraw$ hashid

nfampata? birth_year <- nfamraw? birth_year # Fodselsar

nfampataf age <- nfamRawt age #alder

nfambatat gender =- factor (nfamrRawi gender, levels = c("F","M"

# angiver om forlsbet er en genindlzggelse indenfor data perioden

nfambatat readmission =- factor nfamraw: x, levels = c("G" ),
labels = c("Genindlagt”

# Ken (admin)

# Ankomst til Aka

nfampata? arrival <- as.POSIXctipaste(nfamrRawi arrival_date,
nfamraws arrival_time),

format = "%d-Fm-%Y %H:EMxs"

B I e T I R i |

Ren kode

Koden kagres |
Console (Ctrl+Enter
eller ‘Run’) ~#gun
Tekst kan saettes ind
som kommentar,
men kares ikke

Kan anvendes i
andre dokumenter
via funktionen
source()
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R-Markdown fil

Tues A . A N N N N | Introduktion

1063 Pa 1injer kan vi ®ndre tykkelse af 1injen med “Twd”™ og typen med Tty . R/RStudio

1064 RMarkdown

1065~ "7 {r} = ) Hvordan bruger man R?

1066 # Farve pa plottet Regler for mellemrum og linjeskift

1067 par(mar = c(4, 4, 1.5, 1)) # Laver mindre magniner omkring figur Kommentarer
6,6,8,8,9,10,10), <(1,1,3,3,4,4,5,6,7,9), type="1", col = "EINE", Data og variable

1068 plot(c(1,3,3 !
-5 Regler for input

1069 Twd , # tykkere Tlinje i -
1070 Tty = 3, # Tinjetype = stiplet linje paungiuie arvaniabie K mbn r t k d
1071 main="Min Graf", xlab="x-akse", ylab="v-akse" Fjer::|seafva|-iab|e O I e e O e Og
10?2! Datatyper
Andre vigtige formater t k t
: Factor e S

Min Gl’af Date/time

Datastrukturer

e Kode indsaettes |

Lists

A
(] (]

Y-akse
LY

| ‘chunks’
Matrix
Arrays C un S
Data Frames
w - » -, Logiske operatorer
if._.else A
. o samme vindue
Funktioner
< [ ] Biblioteker og pakker
Skiv din egen funkficn
== sasasasas - Definition af argumenter i funktio... dokul I Ient
Sammensatte cutputs
' Flow confrol i funktioner
' Plain text filer {csv og td)
- .. . .- Indlz=sning af fil i samme bibliotek
T T T T T Indlzesning af fil fra andet bibliotek
2 4 6 8 10 Indlz=sning af andre formatter
Export af data
Flots
De forskellige shapes
1073 Linjer
1074 - ### De forskellige Tinjetyper De forskellige linjetyper

. s Outputtet vises |
' Flere betingelser

Kan knittes til et

Scope af variable i funkiioner

[] Import og export af data
Indlzzsning af fil fra interneftet
X-akse Punkter med plot()
1075 Titler og akse labels
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Syntaks

Funktioner bestar af et navn og en
raekke argumenter, som skrives inde i
parentesen

functionName (argumentl, argument2, ...)

sample (x = 1:10, size = 100, replace=TRUE)
sample (1:10, 100, TRUE)

sample (replace=TRUE, size = 100, x = 1:10)

sample (TRUE, 100, 1:10)

Fejl i1 sample.int (length(x), size, replace,

prob) : ugyldigt 'replace'-argument

# Uden mellemrum

seq(from=10,to=100, by=

## [1] 10 20 30 40 50
# Med mellemrum

seq ( from = 10, to =
## [1] 10 20 30 40 50

# Med linjeskift
seq (
from=10,
to=100,
by=10)

## [1] 10 20 30 40 50

10)
60 70 80 90 100

100, by = 10)
60 70 80 90 100

60 70 80 90 100

se q( from = 10, to =

100, by = 10)

Fejl: uventet symbol in "se g"
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Pakker og biblioteker

R indeholder allerede en lang raekke Installation af pakke
basisfunktioner, som er klar til brug Via menu:

(kaldes BaseR) Tools - Install packages...

Derudover findes der forskellige Skriv navnet i Packages feltet
biblioteker (Libraries) med funktioner,
som kan installeres via pakker

(packages) install.packages ("Tidyverse”)

Via console/kode

Pakker skal kun installeres én gang.

o Indlaesning af bibliotek
Men de enkelte biblioteker skal

indleeses 1ibrary () eller refereres : : library (lunar)
hver gang R startes op.

lunar: :lunar.phase (date, name=T)
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Tidyverse

lubridate

Pakke med forskellige biblioteker
til datahandtering og fremstilling

« readr: Veerktgjer til indlaesning af datasaet fra
forskellige formater

« dplyr: Veerktgjer til datahandtering

« ggplot2: Datavisualisering

« tidyr: Rensning af data

« tibble: Tabulering af data

« stringr: Veerktgijer til string/tekst data

« forcats: Veerktgjer til kategorisk data

» lubridate: Veerktgjer til tid/dato data

« purr: Veerktgijer til funktionel programmering
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Data-input

Definition af data-variabel

myVariable <- "Hello World”
myVariable = "Hello World"

Variablen skal have et gyldigt navn e

Tekst variable skal omsluttes af enkelt
(') eller dobbelt () citationstegn

Heltal indtastes som de er

Der kan kun bruges punktum som
decimalseperator (3.74195)
Konstanterne TRUE og FALSE bruges
kun til logiske variable

Det er vigtigt at skelne mellem NULL og NA, da de
handteres meget forskelligt: NULL = udefineret element
(Har ingen veerdi), mens NA = manglende veerdi.

Tilladte navne:

minvariabel <- "Vaerdi"
min variabel <- "Verdi"
minVariabel <- "Veaerdi"
MINVARIABEL <- "Verdi"
minvariabel?2 <- "Vaerdi"
.minvariabel <- "Vaerdi"

Forbudte navne:

2zminvariabel <- "Vaerdi"
min-variabel <- "Vardi"
min variabel <- "Vardi"
~min variabel <- "Verdi"
minv@ariabel <- "Vardi"

TRUE <- "Vaerdi"
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Datatyper

heltalVar <- 42 Integer Heltal
decimalVar <- 3.141095 Numeric Decimalta
tekstVar <- "Tekst" Character  Tekst
logiskVar <- TRUE Logical Logiske veerdier; Kan vaere enten TRUE / FALSE
nullVar <- NULL Udefineret data
naVar <- NA Manglende data / tomt felt
factVar <- factor ("Tekst") Factor Kategorisk data

£ testData 10 obs. of 5 variables

$ 1id »int 1 2 34 567 8910

$ weight : num 55.3 95 93.4 78.1 96.4
$ diagnose: chr "I64" "I64" "IG1l" "I6l" ...

§ vt : Togi FALSE FALSE TRUE TRUE TRUE TRUE ...

§ survivalj |[Factor| w/ 2 levels "aAlive”,"Dead":|2 21 2111121

navn  type attributter veerdier
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Datastrukturer
Datastrukturer er metoder til Dataframe: Datastruktur, der
at organiserer data bestar af sammenhangende
vektorer
Vektor: Samling af data af samme datatype i
en dimension: minDataFrame <- data.frame (
drikkevarer <- c("vand","kaffe","te") pagfegfn;’=8ff1, 2r 3 4y

diagnose = ¢("I6l", "Ie6l",

Lists: Samling af data af forskellig datatype i "IG1M, "I64™, "I64",

en dimension: WIG3M, "IGAM, "IGL"),
minListe <- list("kaffe","vand", 42, sysBT = c (142, 165, 153,
TRUE) 120, 145, 168,
- : : 165, 133),
Matrix: Samling af data af samme datatype i kon — factor(c(l, 1, 2, 1,
to dimensioner: 2, 2,2, 1),
minMatrix <- matrix(c(1,2,3,4,5,6), labels = e¢("Mand", "Kvinde")

nrow = 3, ncol = 2) ))
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Matematiske operatorer

Indbyggede
' Regning med .
Simple gning matematiske
operatorer e funktioner
5 + 5 tal <- 8 sqrt (100)
## [1] 10 tal + 10 ## [1] 10
5-5 ## [1] 18 4A5
# (11 0 Ly e
5 % 5
#4 [1] 25 log

[1
(2
5/ 5 ## [1
#r [11 1 exp (1
[1

(2

[1

]
)
] 0.6931472
)
]

2.718282

,18,5)
] 25
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Logiske operatorer

10
i

10
i

10
i

10
i

10
i

10
i

< 12 # TRUE fordi 10 er mindre end 12
[1] TRUE

<= 12 # TRUE fordi 10 er mindre end ELLER 1ig med 12
[1] TRUE

> 12 # FALSE fordi 10 ikke er storre end 12
[1] FALSE

>>= 12 # FALSE fordi 10 ikke er storre end ELLER 1ig med 12
[1] FALSE

== 12 # FALSE fordi 10 ikke er 1ig med 12
[1] FALSE

'= 12 # TRUE fordi 10 ikke er 1lig med 12
[1] TRUE
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If...else funktioner

a <- 10 a <- 7562
b <- 12
] ifelse(a > 1000, "Ja"™, "Nej")
et 4 [1] "Ja"
print ("a er mindre end b")
} else {
print("a er stgrre end b") }
## [1] "a er mindre end b"
a <- 1000
b <- 25
c <- 756

if(a > b & a > ¢c){ print("begge betingelser er opfyldt") }

## [1] "begge betingelser er opfyldt"

if(a >b | a > ¢){ print("mindst en betingelse er opfyldt") 1}
## [1] "mindst en betingelse er opfyldt"
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares
* Rettelser skal veere

A 4
* csv-fil dokumenterede og
reproducerbare

Import af *.csv-fil
v Overfaring til endelig
Réadata dataframe dataframe

Et samlet R-script

\ 4

Data-analyse

v

‘ Formatering og
Undersagelse af rensning af data

data for fejl Evt export af renset
datasaet

\ 4

A 4
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Export fra RedCap

¥ Exporting "All data (all records and fields)" x

Select your export settings, which includes the export format (Excel/C5V, 5AS, SPSS, R, 5tata) and if you wish to perform de-identification
on the data set.

Choose export format De-identification options {optional)
The options below allow you to limit the amount of sensitive information
CSV / Microsoft Excel (raw data) that you are exporting out of the project. Check all that apply.

Known Identifiers:

#| pemove all tagged |dentifier fields (tagged in Data Dictionary)

[ Hash the Record ID field (converts record name ta an UnNrecog:

# b 4
# 0 x CSV / Microsoft Excel (labels)

ree-form text:

SPSS Statistical Software U Remove unvalidated Text fields (i.e. Text fields other than dates, numbers, ecc.)

) Remove Notes/Essay box fields

Date and datetime fields:

(5535 SAS Statistical Software

) Remove all date and datetime fields
—_OR—

e L Shift all dates by value between 0 and 364 days
# R Statistical Software (shifted amount determined by algorithm for each record) What is date shifting?
Deselect all options

EEIE] stata statistical Software . .
Additional export options

%/ Export survey identifier field and survey timestamp field(s)?

CDISC ODM (XML)

Export Data Cancel
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares
v » Rettelser skal veere
* csv-fil + dokumenterede og
reproducerbare
= I Et samlet R-script
I Import af *.csv-fil I
L ===—=F===—=— | Overfering til endelig
Radata dataframe > dataframe .| Data-analyse

‘ Formatering og
Undersagelse af rensning af data

data for fejl Evt export af renset
datasaet

\ 4

A 4
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Indlaesning af data

Indlaesning af *.csv-fil

# Indlesning af fil i1 engelsk formatering

strokedf <- read.csv("strokedata.csv'")

# Indlaesning af fil i dansk formatering, altsa

# semikolon mellem verdier og komma som decimal separator
strokedf <- read.csv("strokedata dk.csv", sep=";", dec = ",")

# Indlesning af fil fra et felles drev
strokedf <- read.csv("L:\\2AuditData\\ApoData\\strokedata.csv")

Indlaesning fra web-side

strokedf <-
read.csv ("https://jacobliljehult.github.io/research/strokedata.csv",
sep=",", header=T, stringsAsFactors = TRUE)
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares
* Rettelser skal veere

A 4
* csv-fil dokumenterede og
reproducerbare

\ 4

Import af *.csv-fil

Et samlet R-script

F— = = = = = = , Overfaring til endelig
I Radata dataframe dataframe . Data-analyse
L e e 1 .

‘ Formatering og
Undersagelse af rensning af data

data for fejl Evt export af renset
datasaet

\ 4

A 4
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Dataflow
NFAMstart.R NFAM rapport.Rmd

# Load all libraries used U {r}

library (tidyverse) source ("NFAMstart.R”)
library (lubridate) T
### Data input ###

nfamRAW <- read.csv(file = # Patientgrundlag
"L:\\AuditData\\NFAM data\\NFAM raw.csv", Siden 4. septemter har der veret 'r
sep = ";") length (nfamData$id) = neurologiske

patientforlgb i AKA.
### Data formatting ###

nfamData <- data.frame (id = T {r}

l:length (nfamRAWS ID)) # Lgbenummer nfamData %>% select (npathway bed,
nfamData$ age <- nfamRAWS age #Alder destination,destination ward) %>%
nfamData$ gender <- factor (nfamRAWS filter (!is.na(npathway bed) &

gender, levels = c("F","M")) # Kon (Admin) !is.na(destination ward)) $%>%

# Ankomst til AKA mutate (grp = factor (paste( npathway bed,
nfamData$ arrival <- "|",destination ward))) %>%
as.POSIXct (paste (nfamRAWS arrival date, group by (grp) %>% summarise (Antal = n())
nfamRAWS arrival time), %$>% mutate (Procent = paste( round/(

format = "%d-%Sm-%Y SH:SM:%S") Antal/sum(Antal) *100,1),"%™))
rm(nfamRAW) # Fjerner radata o
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares

v » Rettelser skal veere
* csv-fil + dokumenterede og
reproducerbare
; _ Et samlet R-script
Import af *.csv-fil
v Overfaring til endelig
: > dataframe
Radata dataframe » __dalafaime . Data-analyse
\ | Formatering og |
Undersagelse af —:: rensning af data :
data for fejl e | Evt export af renset
datasaet
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Struktur af datasaet

str (testData)

## 'data.frame':|100 obs.|of|11 variables:

## $ id : int 1 2 3 4 5 6 7 8 9 10
## $ hospital : Factor w/ 5 levels "NOH","BBH","HGH",..: 2 4 3 1 4 3 3 3 5 2
## S admission : POSIXct, format: "2024-01-04 15:02:00" "2024-01-18 13:50:00"
## $ discharge : POSIXct, format: "2024-01-12 16:35:00" "2024-01-26 15:44:00"
## $ gender : Factor w/ 2 levels "F","M": 2 2 1 12 21111
## $ age : num 66 65 60 53 88 55 68 69 59 72
## $ height : num 183 169 173 184 177 191 162 162 163 155
## $ weight : num 86.6 72.5 34.7 53.2 76
## $ allocation: Factor w/ 2 levels "Control","Treatment": 2 2 2 2 2 1 1 2 1 1
## $ sbp pre : num 151 127 146 137 141 152 148 122 144 137

$

##

|sbpipost|:|num”l44 120 144 128 137 151 151 119 146 135

navn tybe vaerldier
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Formatering af datatyper

# Formattering af numeriske verdier
testData$age <- as.numeric (testDataRaw$age)

# Formattering af heltal
testData$age <- as.integer (testDataRaw$age)

# Formattering af tekst
testData$hospital <- as.character (testDataRaw$hospital)

# Formattering af factor fra tekstvariabel
testData$gender <- as.factor (testDataRaw$gender)

# Formattering af factor med labels
testData$hospital <- as.factor (testDataRawShospital,
levels = ¢(1,2,3,4,5),
labels = e¢("NOH", "BBH", "HGH", "AHH", "RH"))
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Formatering af dato og tid

Tekstformat; "2024-01-04"

as.POSIXct(testDataRaw$admission_date, format = "%Y-%m-%d")
lubridate: :ymd (testDataRawSadmission date)

Tekstformat: "2024-01-04 10:35"

as.POSIXct (testDataRaw$admission, format = "%$Y-%m-%d %H:3%M")

lubridate: :ymd hm(testDataRaw$admission)
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares
* Rettelser skal veere

A 4
* csv-fil dokumenterede og
reproducerbare

\ 4

Import af *.csv-fil
v Overfaring til endelig
Réadata dataframe dataframe

Et samlet R-script

\ 4

Data-analyse

v

_—_-‘____

Formatering og
rensning af data

\ 4

' Undersagelse af
: data for fejl

| Evt export af renset
datasaet

l
l
l
l
l
l
l
l
l
-
A
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Undersggelse for ekstreme vardier

summary (testDataRaw$age err)

plot (testDataRaw$age err)

## Min. 1st Qu. Median Mean 3rd Qu. Max. ] < = =
## 45.00 04.00 ©9.00 96.43 74 .50 999.00 5 =

o &

T

é‘g_ —

= @ |

(48]

o —

g &

] =1

2 o

= 8 7
Rettelse af ekstreme veerdier til NA
ifelse (testDataRawSage err '= 999, testDataRaw$Sage err, NA)
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Forkerte kategorier

unique (testDataRaw$gender err) table (testDataRaw$gender err)
## [1] 1 0 2 # 0 1 2
## 39 53 8

table (testDataRaw$gender err, testDataRaw$Shospital)

## NOH BBH HGH AHH RH
## 0 8 11 7 13 0
## 1 12 9 13 7 12
## 2 O 0 0 0 8

Betinget rettelse af vaerdier

ifelse (testDataRaw$Shospital == ”“RH”,
ifelse (testDataRaw$gender err == 1, 0, 1)
testDataRaw$gender err)

’
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Fejl i decimaltegn

testDataRaw$ weight err

## [1] "86,65" "72,5™ "34,69" "53,17" "76,03" "100,65" "64,01™ "53,79"

testData$ weight err <- as.numeric(testDataRaw$ weight err)

## Warning: NAs introduced by coercion

Rettelse af tegn i tekst + formatering til tal

testData$ weight err <- as.numeric(
gsub(",", ".", testDataRaw$ weight err)

)
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Forkert kodning af NA-veaerdi

unique (testDataRaw$ height err)

## [1] "183" "169" "173" "184" "177" "191" "162" "." "163" "155" "164" "189"

Rettelse af manglende veerdi

testData$ height err <- as.numeric(testDataRaw$ height err)

## Warning: NAs introduced by coercion

## [1] 183 169 173 184 177 191 162 NA 163 155 164 189 168 184 171
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Klargore af data til analyse

Export fra database Lav ikke rettelser i den
(Fx RedCap) oprindelige datafil

* Rettelser skal kunne omggares
* Rettelser skal veere

A 4
* csv-fil dokumenterede og
reproducerbare

\ 4

Import af *.csv-fil
v Overfaring til endelig
Radata dataframe dataframe E%

Et samlet R-script

\ 4

Data-analyse

‘ Formatering og

Undersagelse af rensning af data &
data for fejl

\ 4

.| Evt export af renset
datasaet
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Deskriptiv statistik

Kvantitative data

length (x) lzengden af en variabel
summary (strokedataSage)
mean (x) gennemsnit
Min. 1st Qu. Median Mean 3rd Qu. Max.
21.00 64.00 73.00 71.85 81.00 99.00 median (x) median
min (x) mindste veerdi
Konfidensinterval max (x) maksimal vaerdi
En nem mgde at udrlegne et konfidensinterval range (x) range
for en kontinuert variable er at lave en one-
sample t-test mod variablens eget gennemsnit var (x) variation
t.test (strokedataSage, sd (x) standard deviation
mu = mean (strokedataSage) quantile (x, P) percentiler

ySconf.int[1:2]
[1] 71.09142 72.60984

Argumentet na.rm = TRUE kan bruges til at
ignorere NA veerdier
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(procent)

Nordsjaellands Hospital

Deskriptiv statistik

Kategorisk data

table (strokedataSinhospmors)
Alive Dead
971 60

with (strokedata,
table (diagnosis, inhospmors))
inhospmors
diagnosis Alive Dead
ICH 88 22
IS 883 38

Konfidensinterval

Konfidensintervaller for proportioner kan
udregnes med funktionerne prop.test ()
ellerbinom. test ()

prop.test (75, 100,
conf.level = 0.95)Sconf.int[1:2]
[1] 0.6516159 0.8288245

with (strokedata,

prop.table (
table (diagnosis, inhospmors)))
inhospmors
diagnosis Alive Dead

ICH 0.08535403 0.02133851
IS 0.85645005 0.03685742

# Procent for rakker
with (df, prop.table(table(x, y) ,1))
# Procent for koloner
with (df, prop.table(table(x, y) ,2))
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